Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.149; data-to-parameter ratio = 16.2.
In the title compound, C 18 H 16 N 4 OS, the six-membered heterocycle of the benzothiazine fragment exhibits a screwboat conformation. The dihedral angles between the plane through the triazole ring and those through the fused and terminal benzene rings are 76.68 (11) and 71.0 (1) , respectively; the benzene rings are nearly perpendicular [dihedral angle = 79.6 (1) ]. In the crystal, molecules are linked by C-HÁ Á ÁN and C-HÁ Á ÁO interactions, forming a three-dimensional network.
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For the biological activity of 1,4-benzothiazin-3-one derivatives, see: Rathore & Kumar (2006) ; Barazarte et al. (2008) ; Chia et al. (2008) . For related structures, see: Ouzidan et al. (2011) ; Sebbar et al. (2014) . For puckering parameters, see: Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT-Plus (Bruker, 2009 ); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: PLATON (Spek, 2009 ) and publCIF (Westrip, 2010 ).
Introduction

Experimental
Synthesis and crystallization
A mixture of 4-(prop-2-yn-1-yl)-3,4-dihydro-2H-1,4-benzothiazin-3-one (0.27 g, 0.35 mmol) and benzylazide (1.34 ml, 0.35 mmol) in ethanol (5 ml) was stirred at room temperature for 24 h. After cooling, the solid obtained was purified by column chromatography on silica gel with ethyl acetate-hexane (1/2) as eluent. Crystals were isolated when the solvent was allowed to evaporate.
Refinement
The H atoms were located in a difference map and treated as riding with C-H = 0.93 Å (aromatic) and C-H = 0.97 Å (methylene), and with U iso (H) = 1.2 U eq (C).
Results and discussion
1,4-Benzothiazine derivatives have a wide spectrum of pharmaceutical and biological activities, such as anti-microbial (Rathore & Kumar, 2006) ; anti-malarial (Barazarte et al., 2008) and anti-inflammatory (Chia et al., 2008) . The present work is a continuation of the investigation of the benzothiazine derivatives published recently by our team (Ouzidan et al., 2011; Sebbar et al., 2014) . The aim of the present paper was to study the crystal structure of the recently synthesized 4-[(1-benzyl-1H-1,2,3-triazol-4-yl)methyl]-3,4-dihydro-2H-1,4-benzothiazin-3-one compound.
The molecule of the title compound is built up from two fused six-membered rings linked to a triazole ring, via the heterocyclic, which in turn is attached to benzene ring as shown in Fig. 1 . The 1,4-thiazine ring adopts a screw boat conformation as indicated by the puckering amplitude Q = 0.6197 (17) Å, spherical polar angle θ = 64.42 (16)° and with φ = 329.6 (2)° (Cremer & Pople, 1975) . The triazole ring (N1N2N3C8C9) makes dihedral angles of 76.68 (11) and 71.0
(1)° with the benzene fused to the 1,4-thiazine ring (C11 to C16) and the other benzene ring (C1 to C6), respectively. Moreover, the two benzene rings are nearly perpendicular as indicated by the dihedral angle between them of 79.6 (1)°.
In the crystal, the molecules are linked together by a weak intermolecular C8-H8···N2, C8-H8···N3 and C5-H5···O1 interactions, to form a three-dimensional network (see Fig. 2 Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger. 0.0450 (9) 0.0419 (9) 0.0469 (8) 0.0054 (7) 0.0102 (7) 0.0093 (6) N2 0.0531 (10) 0.0375 (9) 0.0513 (8) 0.0015 (7) −0.0049 (7) 0.0012 (7) N3 0.0538 (10) 0.0318 (8) 0.0503 (8) −0.0042 (7) −0.0035 (7) −0.0009 (6) N4 0.0435 (9) 0.0497 (9) 0.0419 (7) −0.0123 (7) 0.0044 (6) −0.0033 (7) 
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